The 21st Century's Center of Excellence (COE) Program``Coastal Marine Environmental Research'' in Ehime University, funded by the Ministry of Education, Culture, Sports, Science and Technology, Government of Japan, started its activities in October 2002. One of the core projects of the COE Program in Ehime University is``studies on environmental behavior of hazardous chemicals and their toxic eŠects on wildlife''. This core project deals with studies of the local and global distribution of environmental contaminants in aquatic ecosystems, retrospective analysis of such chemicals, their toxicokinetics in humans and wildlife, molecular mechanisms to determine species-speciˆc reactions, and sensitivity of chemically induced eŠects, and with the development of methodology for risk assessment for the conservation of ecological and species diversity. This presentation describes our recent achievements of this project, including research on contamination by arsenic and organohalogen pollutants in the Mekong River basin and molecular mechanisms of morphologic deformities in dioxin-exposed red seabream ( Pagrus major) embryos. We established the Environmental Specimen Bank (es-BANK) in Ehime University in 2004, archiving approximately 100000 cryogenic samples containing tissues of wildlife and humans that have been collected for the past 40 years. The CMES homepage oŠers details of samples through online database retrieval. The es-BANK facility was in operation by the end of 2005.
Red and blue bars mean that the concentration is higher and lower than the WHO guideline, respectively.
Fig. 3. Geographical Distribution of Mn in Groundwater from the Mekong River Basin
Red and blue bars mean that the concentration is higher and lower than the WHO guideline, respectively. The amino acid sequences of AHR were aligned using Clustal W analysis. Phylogenetic tree of AHR genes was constructed by the neighbor-joining method using Mac Vector 7.1 program. Bootstrap values based on 1000 sampling are shown above each branch. Positions with gaps are excluded and corrections were made for multiple substitutions. Accession numbers used were: C. elegans AHR (AF039570), zebraˆsh AHR1 (AF258854), killiˆsh AHR1 1 (AF024591), Atlantic salmon AHR1a (AY456090), Atlantic salmon AHR1b (AY456091), medaka AHR1a (AB065092), medaka AHR1b (AB065093), zebraˆsh AHR2 (AF063446), Atlantic salmon AHR2g (AY052499), Atlantic salmon AHR2d (AF495590), killiˆsh AHR2 (U29679), Atlantic tomcod AHR2 (AF050489), Atlantic salmon AHR2a (AY219864), Atlantic salmon AHR2b (AY219865), rainbow trout AHR2a (AF065137), rainbow trout AHR2b (AF065138) and killiˆsh AHRR (AF443441). 
